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Seq: 
LOCUS       pEZseq(Kan)             2008 bp    DNA     circular SYN 26-AUG-2002 
DEFINITION  Cloning vector pEZSeq-Kan, complete sequence. 
ACCESSION   pEZseq(Kan) 
KEYWORDS    . 
SOURCE      Cloning vector pEZSeq-Kan 
  ORGANISM  Cloning vector pEZSeq-Kan 
            other sequences; artificial sequences; vectors. 
REFERENCE   1  (bases 1 to 2008) 
  AUTHORS   Godiska,R., Mead,D.A., Patterson,M.K. and Schoenfeld,T. 
  TITLE     Direct Submission 
  JOURNAL   Submitted (23-JUL-2002) Lucigen Corporation, 2120 W. Greenview 
            Drive, #9, Middleton, WI 53562, USA 
FEATURES             Location/Qualifiers 



     source          1..2008 
                     /organism="Cloning vector pEZSeq-Kan" 
                     /mol_type="genomic DNA" 
                     /db_xref="taxon:204443" 
     gene            92..289 
                     /gene="lacZalpha" 
     CDS             92..289 
                     /gene="lacZalpha" 
                     /note="complements lacZ (delta) M15 mutation for 
                     blue/white screening" 
                     /codon_start=1 
                     /transl_table=11 
                     /product="beta-galactosidase alpha peptide LacZalpha" 
                     /protein_id="AAM97348.1" 
                     /db_xref="GI:22476922" 
                     /translation="MTMITPSLSTNSLAVVLQRRDWENPGVTQLNRLAAHPPFASWRN 
                     SEEARTDRPSQQLRSLNGEWR" 
     gene            459..1274 
                     /gene="kanR" 
     CDS             459..1274 
                     /gene="kanR" 
                     /note="kanamycin kinase; kanamycin resistance gene from 
                     TN903" 
                     /codon_start=1 
                     /transl_table=11 
                     /product="aminoglycoside phosphotransferase" 
                     /protein_id="AAM97349.1" 
                     /db_xref="GI:22476923" 
                     /translation="MSHIQRETSCSRPRLNSNMDADLYGYKWARDNVGQSGATIYRLY 
                     GKPDAPELFLKHGKGSVANDVTDEMVRLNWLTEFMPLPTIKHFIRTPDDAWLLTTAIP 
                     GKTAFQVLEEYPDSGENIVDALAVFLRRLHSIPVCNCPFNGDRVFRLAQAQSRMNNGL 
                     VGASDFDDERNGWPVEQVWKEMHKLLPFSPDSVVTHGDFSLDNLIFDEGKLIGCIDVG 
                     RVGIADRYQDLAILWNCLGEFSPSLQKRLFQKYGIDNPDMNKLQFHLMLDEFF" 
ORIGIN       
        1 cattaggcac cccaggcttt acactttatg cttccggctc gtatgttgtg tggaattgtg 
       61 agcggataac aatttcacac aggaaacagc tatgaccatg attacgccaa gcttgtcgac 
      121 gaattcactg gccgtcgttt tacaacgtcg tgactgggaa aaccctggcg ttacccaact 
      181 taatcgcctt gcagcacatc cccctttcgc cagctggcgt aatagcgaag aggcccgcac 
      241 cgatcgccct tcccaacagt tgcgcagcct gaatggcgaa tggcgctaat aaatttaaat 
      301 catacctgac ctccatagca gaaagtcaaa agcctccgac cggaggcttt tgacttgatc 
      361 ggcacgtaag aggttccaac tttcaccata atgaaataag atcactaccg ggcgtatttt 
      421 ttgagttatc gagattttca ggagctaagg aagctaaaat gagccatatt caacgggaaa 
      481 cgtcttgctc gaggccgcga ttaaattcca acatggatgc tgatttatat gggtataaat 
      541 gggctcgcga taatgtcggg caatcaggtg cgacaatcta tcgattgtat gggaagcccg 
      601 atgcgccaga gttgtttctg aaacatggca aaggtagcgt tgccaatgat gttacagatg 
      661 agatggtcag gctaaactgg ctgacggaat ttatgcctct tccgaccatc aagcatttta 
      721 tccgtactcc tgatgatgca tggttactca ccactgcgat cccagggaaa acagcattcc 
      781 aggtattaga agaatatcct gattcaggtg aaaatattgt tgatgcgctg gcagtgttcc 
      841 tgcgccggtt gcattcgatt cctgtttgta attgtccttt taacggcgat cgcgtatttc 
      901 gtctcgctca ggcgcaatca cgaatgaata acggtttggt tggtgcgagt gattttgatg 
      961 acgagcgtaa tggctggcct gttgaacaag tctggaaaga aatgcataag cttttgccat 
     1021 tctcaccgga ttcagtcgtc actcatggtg atttctcact tgataacctt atttttgacg 
     1081 aggggaaatt aataggttgt attgatgttg gacgagtcgg aatcgcagac cgataccagg 
     1141 atcttgccat cctatggaac tgcctcggtg agttttctcc ttcattacag aaacggcttt 
     1201 ttcaaaaata tggtattgat aatcctgata tgaataaatt gcagtttcac ttgatgctcg 
     1261 atgagttttt ctgagggccc aaatgtaatc acctggctca ccttcgggtg ggcctttctg 
     1321 cgttgctggc gtttttccat aggctccgcc cccctgacga gcatcacaaa aatcgatgct 
     1381 caagtcagag gtggcgaaac ccgacaggac tataaagata ccaggcgttt ccccctggaa 
     1441 gctccctcgt gcgctctcct gttccgaccc tgccgcttac cggatacctg tccgcctttc 



     1501 tcccttcggg aagcgtggcg ctttctcata gctcacgctg taggtatctc agttcggtgt 
     1561 aggtcgttcg ctccaagctg ggctgtgtgc acgaaccccc cgttcagccc gaccgctgcg 
     1621 ccttatccgg taactatcgt cttgagtcca acccggtaag acacgactta tcgccactgg 
     1681 cagcagccac tggtaacagg attagcagag cgaggtatgt aggcggtgct acagagttct 
     1741 tgaagtggtg gcctaactac ggctacacta gaagaacagt atttggtatc tgcgctctgc 
     1801 tgaagccagt tacctcggaa aaagagttgg tagctcttga tccggcaaac aaaccaccgc 
     1861 tggtagcggt ggtttttttg tttgcaagca gcagattacg cgcagaaaaa aaggatctca 
     1921 agaagatcct ttgattttct accgaagaaa ggcccacccg tgaaggtgag ccagtgagtt 
     1981 gattgcagtc cagttacgct ggagtctg 
// 


